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Middle East respiratory syndrome-related coronavirus isolate MERS CoV/camel/Egypt
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Middle East respiratory syndrome-related coronavirus isolate MERS-CaoV camel/Ethiopia

Middle East respiratory syndrome-related coronavirus isolate Jeddah
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Middle East respiratory syndrome-related coronavirus isolate Riyadh
Middle East respiratory syndrome-related coronavirus isolate Bat-CoV/P_khulii/ltaly

Middle East respiratory syndrome-related coronavirus isolate Bat-CoV/H. saviifltaly
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Severe acute respiratory syndrome coronavirus 2 isolate SARS-CoV-2/human/England
93 | Severe acute respiratory syndrome coronavirus 2 isolate SARS-CoV-2/human/USA

Severe acute respiratory syndrome coronavirus 2 isolate SARS-CoV-2/human/IND
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83| L ADE34755.1:1-1241 spike glycoprotein Bat SARS coronavirus HKU3-7

57

020

ABD75332.1:1-1240 spike protein Bat SARS CoV Rm1/2004
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Summary

Sars-Cov2 has spherical shape with many spike proteins viz, M,N,E and S. S protein of this virus has major
role in attachement of the virus to host receptor Angiotension-converting Enzyme (ACEZ2) protein.The purpose
of this study was evaluation of Sars-Cov2 reservoirs by phylogenetic analysis of aminoacid sequences of S and
Angiotension-converting Enzyme (ACE2) proteins in the differents animals. To perform the study, the whole
genome and amino acid sequences of S protein of Sars-Cov2 and sequences of ACE2 protein of some animals
and human were downloaded from NCBI and GenBank and subjected to phylogenetic analysis of their
relationship using MegaX software. The results obtained indicated that all Sars-Cov2 isolated from different
geographical areas have similar origin. On the other hand, amino acid profile of S protein in the different viral
variants showed several sequences. In addition, amino acid sequence of Human ACE2 was very close to camels,
swines and bats (Pteropus vampyrus and Cynoplerus phinx). Therefore, the present study showed that gene mu-
tation in surface protein coding sequence of corona virus and the similarity of ACE2 amino acid sequences in
different animals cause emergence of the new variants of corona virus in the different reservoirs. Hence, it might
increase the rate of transmission of the virus to human even after vaccination and herd immunity.
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